
qsub 

echo "fastqc test.fq" | qsub -cwd -V -l vf=2G -pe orte 8 -o $f.out -j y -N ${f}_fastqc –hold_jid sra_dump 

-cwd 
-V 
-l vf=2G 
-pe orte 8 
-p -1000 
-o [output.out] -j y 
-N [jobname] 
-hold_jid [jobname] 
-m eas -M [email address] 

 

qrsh 

qrsh –cwd –V –l vf=2G –pe orte 4 perl myscript.pl > output.txt & 

qlogin 

qlogin –l vf=1G –pe orte 1 

qstat 

-f 
-u "*" 
-r 

 

qdel –u

qdel [job id] qdel –u [username]

qmon 

 


